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Introduction Results

A Potential for Successful Reef Management Interventions

How is reef bacterioplankton affected by water chemistry?
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Seawater was collected for metagenomic Benthic cover data

sequencing from 48 midshelf (7) & offshore
(41) sites on the GBR, in 4 trips. A read-based . .
metagenomics analysis was applied to CO"CIUS'O" MOre ||1f0:
correlate microbial abundance data with
environmental measurements on Water
guality & Benthic cover.

(1) Seawater microbes provide a robust
indicator of reef health state.

(2) Microbial functional information
may be more informative for reef

Microbial genomes (MAGs) are being
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generated to populate the IMOS-MGD monitoring compared to taxonomy. Saring Syt
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(3) Functional signatures of seawater
microbes show an enrichment of stress
response genes in degraded reefs.

database (QR code for more information).
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